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Location and Photographs of the Study Sites
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Figure B1: Location of the study sites.
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Figure B2: Photographs of the study sites.
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Figure B3: Histograms of the posterior distribution of deviances (see “Methods’ for further details). Different model structures

were designated by trinomials, so GrMoDi corresponds to the most complex structure, including both growth (Gr) and mortality
(Mo) gradients and dispersal limitation (Di). The absence of any of these componentsisindicated by “Ab”; thus, model AbAbAb

did not include any of the above-mentioned processes.



